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Dynamic Light Scattering 
&

Static Light Scattering
Dynamic Light Scattering is used to measure particle size and molecule size. DLS is Time dependent of scattered light. This technique measures the diffusion of particles moving under Brownian motion, and converts this to size and a size distribution using the Stokes-Einstein relationship. Non-Invasive Back Scatter technology (NIBS) is incorporated to give the highest sensitivity simultaneously with the highest dynamic size and concentration range.
Static Light Scattering is used to determine the molecular weight of proteins and polymers. SLS is angle dependent of scattered light. In this technique, the scattering intensity of a number of concentrations of the sample is measured, and used to construct a Debye plot. From this the average molecular weight and second virial coefficient can be calculated. This measurement is very demanding on the sensitivity and stability of the whole system, and means that every element of the design has been optimised to ensure accuracy and repeatability

· Second virial coefficient measurement for solubility.
· Automated temperature trend measurements.

· Sample concentrations from 0.1ppm to 40%w/v.
· Protein size measurement as dilute as 0.1mg/mL
· A Quality Factor gives confidence in the data.
	Particle Size and Molecular size
	Molecular Weight

	Measurement range: 0.3nm – 10.0 microns* (diameter)

Measurement principle: Dynamic Light Scattering

Minimum sample volume:45µL

Sensitivity:0.1mg/mL (Lysozyme)
	Measurement range:980Da – 20M Da*

Measurement principle:Static Light Scattering using Debye plot

Minimum sample volume: 45µL (3-5 sample concentrations required)

	Accuracy:+/- 10% typical

Precision / Repeatability:

Better than +/-2% on NIST traceable latex standards

Temperature control range:0°C - 90°C +/-0.1**, 120ºC option

Light source:He-Ne laser 633nm, Max 4mW

Laser safety:Class 1

Power:100VA

Accuracy:Better than +/-2% on NIST traceable latex standards

Precision / Repeatability: Better than +/-2% on NIST traceable latex standards
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Protein


Beads 


Phospholipids 
Concentration mg/ml

Protein molecular Weight:

Protein Sequence with tag :
Gel image:
Buffer: 
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Protein Expression Facility Institut de Microbiologie de la Méditerranée FR 347931, Chemin Joseph Aiguier

Marseille 13009FranceTel: 04-91-16-45-64Fax: 04-91-71-78-96byrne@imm.cnrs.fr


































